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Abstract

This research aimed to study diversity of actinobacteria affecting biological
deterioration of Wat Ratchaburana in Phra Nakhon Si Ayutthaya. The samples were
collected during summer, rainy and cold seasons and were studied by using scanning
electron microscope (SEM). A standard method was employed to count all the amount
of the total bacteria. Pure actinobacteria was differentiated using starch casein agar.
Ability in producing secondary substances of the actinobacteria was also studied,
together with the diversity differentiated. The finding revealed diversity of microorganisms.
The amount of the samples was highest in rainy season. The results of using starch
casein agar could differentiate the actinobacteria into 49 isolates. The ability in producing
secondary metabolized could be formed into 3 groups. The first group comprised 32
isolates producing acidic substances and changed bromthymolblue from green to yellow
color. The second group comprised 11 isolates producing alkaline substances and
changed bromthymolblue from green to dark blue color. The third group comprised 6
isolates producing secondary metabolite substance but could not change color of
bromthymolblue. Representatives of the samples from the 3 groups were taken and
they were analyzed for the nucleotide sequences of 16S rDNA. The findings revealed
species diversity of the actinobacteria i.e. Streptomyces sp., S. mutabilis and
Achromobacter sp. are in group 1, S. indicus and S. rubrogriseus are in group 2 and

S. viridochromogenes and S. vinaceusdrappus are in group 3.
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Lﬁzyuuﬁuﬁwaaﬁaa&m Faaenadnsfuruideves Suinko et al. (2007) AMnN1T91TIUIY
LwﬂﬁL%'sﬁy’mumaaﬁaasmﬁLﬁuiqumaﬁLLmﬂsi’Nﬁ’u nu qmuwuﬁwmmwﬂﬁFsaﬁy’mmm
fian diugguuiiuag qmsaummmwﬂmstmmwwwﬂsmmluLLmﬂmNﬂumm \ilo
LﬂsaumaummmmﬂwLiwwmmﬂmamwmtﬂuqmmeﬂuu,mmLmuwmumamumﬂmq
fufeduiirns fusenuazduiinnzTunn wuhduwuadiSetmuadinuliunndaty lu
ATeiansouenuenilunuadield 49 leleian Wednwanuannsalunsuanaismie
QﬁﬂuaqL%aﬁy’mmwui’]L%ammaaummaamama’]inaaqﬁlﬁﬁy’amsﬁﬁqwétﬂuﬂimLLazmsﬁﬁqmé
Husns lelmanvendeiinanansiilgrsilunsaaudeudveduiimnosandifendudivies
gthnnds 32 loluan leluanvosdeiindnansiidqniidurauldeudveduiinnesaind
Fendumiaulds 11 lelwan wardl 6 lelwaniinanansyiogildiduiy windaldluuiuo
i Funanduiiemesiisluemnsidsatoliiudeud)

Mnuan1snaaesiuanslfdiuiminiuenilusuafiseiesguulusimaniu ns
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Wonanmnediiinervedlusauanugeuiaduldiliosnanasiegineninudwaly

viliandildlunisneasagninnseuls (Tikam & Swaranji, 2012) Wil Vupputuri et al. (2015)
WUT Streptomyces sp. N&y sulfur-oxidizing TUNUMAIAYHBNTEUIUNITERYAAIENIS
%ﬁwmﬁ’u’s’awdaﬁ%ﬁam%’ﬂauﬂ%‘m mamsaﬁ’mumjﬁmaqLL@ﬂ@IuLLUﬂﬁL“ﬁ'aimwi%’a5wudﬁ
drusnndnegluana Streptomyces Feaonndasfuuideves Suihko et al. (2007) uaz
U889 Abdulla et al. (2008) w‘wumwﬂmswwwiLamwumﬂuaaaqmasﬁuﬂﬁzmﬂ
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anenaud dasnnidy Streptomyces TunuAdsildvnasunuannsalunisndnansmiond
vosuenflunuaiiieiuenlddisuaznuinviafindnarsnioniidguiidunsa 1éun
Streptomyces sp., S. mutabilis way Achromobacter sp. ‘Uﬁmﬁmﬁmmmﬁaqﬁﬁﬁq%éﬁu
e lfuA S indicus uae S. rubrogriseus duvliafindnansyisgiudlivasudvesdufianes
laun S. viridochromogenes, S. vinaceusdrappus Featuinfinnunainvatevewilaves
wendlunuafiBeiinulumiide

a3Unan1dY
NaNIANWIANIAINMAIs YR EaveIkenAluLUATIS s Tnaden T oA Mg
I weslunuanuiineoglutnseysae fmfanszunsieysen wuihduauwuadise
Favuadanuuanssiumnifuiegdluggniafiuandisiu Tasggau asdsuunuaiiegs
nivhegeiiiulugguunuazggdeu uazwuimsiiusiesansudiang fuseniuseuiiiey
Ausegeansufidaziunnliiinadeduiuiuaiiises 91nn1s@nwidiegranieldndes
qansseiBiannsouLuudesna wulmegiiivluggrutululefiduiinnuvainmaisves
aﬁum%‘siu’mﬂiw@hasj’mﬁLﬁuiuqmwunLLavqm%fau AuANANNNTIlUNTNERANTYRE Tves
W nuhdnlngjannsandnansyieniidgudidunse 3@aaamwammiwmﬂwuqmawumq
wazillolulanfindnansniogifliuAsudduiiames (nauii3) Wedudounduunaiadie
Frsmawuiadlelnd 165 DNA wud1 dauluaiduana Streptomyces Tnswdiaidofinuus
azylnvziinuanansalunisnanansyioniauansety

AnAnssuuszne
YavauAN ATINTdLasun1Idelugaufnwinar imuumIne 18833 uvievif
dinauanenIsunsmsgauAnwnlinisatuayusuyssanalunisaiivnwide
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