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Wildlife Forensic DNA Analysis for Species Identification

Thitika Kitpipit'* and Phuvadol Thanakiatkrai'

Abstract

Wildlife forensics is a growing field of study.
It has been used in forensic investigations worldwide,
including Thailand. The main line of work in wildlife
forensics is species identification from body parts
collected from crime scenes and suspects. This
information aids law enforcement, multinational
regulations, and monitoring efforts. Processed
body parts and trace samples encountered often
limit the use of morphology for species identification;
thus DNA-based identification methods play a

central investigative role in such cases. This review

summarizes the current literature on wildlife forensics:
its significance; commonly encountered sample types;
factors leading to hunting and poaching; proper sample
collection for DNA analysis; popular DNA markers
for species identification; and current widely used
techniques for species identification. The purpose
of this review is to raise awareness of the current
situation among practitioners and to serve as a platform

for further research projects.
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